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e H: Determining function of viral genome at

single nucleotide resolution and structure of viral
genome at atomic resolution
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influenza. ; - Zika virus :

that will %n%@ them to erate a functronal genetrc map of an entire viral genome at
single nucﬂe‘otfde resolutro 0 lThese studies will generate functional genomic maps that lay
the foundation for comprehehsrvexdefrnmg—vrrus -host interactions, and accelerate ratron'al

vaccine desrgn and drug development—~ - -
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- Structure and mutageneS|s reveal capsrd protermrnteractlons essential to KSHV re[olls':""j~
2018. | P

s . GENOMEE Wrde Identification of |nterferon sensitive mutations enables ratronal |nfluenza vacﬁ‘ine deS|gn ,&
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. CTL escape of HIV-1-Gag eprtopes IS determrned by mutatronal effects on replrcatrve fitness and IVIHC ?-'-
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Immune: e asm’m protein. PNAS, 2017.



